Cellvibrio japonicus is a saprophytic bacterium that has been studied for its substantial carbohydrate degradation capability. We announce the genome sequences of three strains with improved growth characteristics when utilizing ␣diglucosides. These data provide additional insight into the metabolic flexibility of a biotechnologically relevant bacterium.
age), with a complete genome size of 4,576,591 bp (3,687 total genes). The strain isolated from nigerose medium (C. japonicus ADPT2-NIGEROSE) had 3,281,977 mapped reads (104-fold coverage), with a complete genome size of 4,576,586 bp (3,688 total genes). The strain isolated from isomaltose medium (C. japonicus ADPT3-ISOMALTOSE) had 3,204,888 mapped reads (101-fold coverage), with a complete genome size of 4,576,591 bp (3,687 total genes). All three strains were annotated using the NCBI Prokaryotic Genome Annotation Pipeline (14) . Given the similarity between the strains, a full comparative analysis may provide greater insight into the mechanisms for using ␣-diglucosides.
Data availability. The unique BioProject identifier for the entire study is PRJNA561085. The genome sequences were deposited in NCBI GenBank under accession numbers CP043304, CP043305, and CP043306. The raw data were deposited in the NCBI SRA under experiment numbers SRX6736265, SRX6736266, and SRX6736267.
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